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+ 1IKA DKV QAQ GFK GAN VKV A V L 
1 ATTAAAGCG GACAAAGTG CAGGCTCAA GGCTTTAAG GGAGCGAAT GTAAAAGTA GCCGTCCTG 

+ 1DTG I Q A SHP DLN VVG GAS F V A 
64 GATACAGGA ATCCAAGCT TCTCATCCG GACTTGAAC GTAGTCGGC GGAGCAAGC TTTGTGGCT 

+ 1GEA YNT DGN GHG A H V AGT VAA 
127 GGCGAAGCT TATAACACC GACGGCAAC GGACACGGC GCACATGTT GCCGGTACA GTAGCTGCG 

+ 1LDN TTG VLG VAP SVS L Y A VKV 
190 CTTGACAAT ACAACGGGT GTATTAGGC GTTGCGCCA AGCGTATCC TTGTACGCG GTTAAAGTA 

+ 1LNS SGS GSY SGI VSG IEW ATT 
253 CTGAATTCA AGCGGAAGC GGATCATAC AGCGGCATT GTAAGCGGA ATCGAGTGG GCGACAACA 

+ 1NGM DVI NMS LGG ASG STA MKQ 
316 AACGGCATG GATGTTATC AATATGAGC CTTGGGGGA GCATCAGGC TCGACAGCG ATGAAACAG 

+ 1AVD NAY AKG VVV VAA AGN SGS 
37 9 GCAGTCGAC AATGCATAT GCAAAAGGG GTTGTCGTT GTAGCTGCA GCAGGGAAC AGCGGATCT 

DNA Sequence 5A20 B.licheniformis isolate 



+ 1 I K A PAL HSQ GYT GSN VKV AVI 
1 ATTAAAGCG CCGGCTCTT CACTCTCAA GGCTACACA GGTTCTAAC GTAAAAGTA GCCGTAATT 

+ 1DSG IDS SHP DLN VRG GAS FVP 
64 GACAGCGGA ATTGACTCT TCTCATCCT GACTTGAAC GTCAGAGGC GGAGCAAGC TTCGTACCT 

+ 1 SET NPY QDG SSH GTH VAG T V A 
127 TCTGAAACA AACCCATAC CAAGATGGC AGTTCTCAC GGCACACAT GTAGCCGGT ACGGTTGCC 

41ALN NSI GVL G V A PNA SLY A V K 
190 GCACTTAAT AACTCAATC GGTGTTTTG GGCGTAGCG CCAAACGCA TCGTTATAT GCAGTAAAA 

+ 1VLD STG NGQ YSW I I N G I E W A I 
253 GTTCTTGAT TCAACAGGA AACGGCCAA TACAGCTGG ATTATTAAC GGCATTGAG TGGGCCATT 

+ 1SNK MDV INM SLG GPS GST ALK 
316 TCCAACAAA ATGGACGTG ATTAACATG AGCCTTGGC GGACCTTCT GGTTCTACA GCTTTGAAA 

+ 1SVV DRA VAS GIV VVA A A G NEG 
37 9 TCAGTCGTT GATAGAGCC GTAGCCAGC GGTATCGTC GTTGTTGCT GCAGCCGGA AATGAAGGC 

+ 1TSG SSS TIG YPA KYP STI A V G 
442 ACTTCCGGA AGCTCAAGC ACAATCGGC TATCCTGCA AAATATCCT TCTACCATT GCGGTAGGT 

+ 1AVN SSN QRG SFS SVG PEL EVM 
505 GCGGTAAAC AGCAGCAAC CAAAGAGGT TCATTCTCA AGCGTAGGT CCTGAGCTT GAAGTCATG 

+ 1 A P G 

568 gctcctggc DNA Sequence 3A13 B.subtilis isolate 

FIG. 16 
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